
GO:0001775

cell activation

0.19041

23 / 49

GO:0002252

immune effector proc...

0.01431

18 / 30

GO:0002263

cell activation invo...

0.00791

11 / 15

GO:0002366

leukocyte activation...

0.00791

11 / 15

GO:0002376

immune system proces...

0.16101

34 / 75

GO:0002520

immune system develo...

0.46387

18 / 42

GO:0002521

leukocyte differenti...

0.63977

14 / 35

GO:0006955

immune response

0.02774

30 / 59

GO:0007155

cell adhesion

0.46387

18 / 42

GO:0007159

leukocyte cell−cell ...

0.19639

17 / 35

GO:0007275

multicellular organi...

0.68267

33 / 82

GO:0008150

biological_process

1.00000

51 / 124

GO:0009987

cellular process

0.83281

50 / 122

GO:0016337

single organismal ce...

0.19639

17 / 35

GO:0022610

biological adhesion

0.52692

18 / 43

GO:0030097

hemopoiesis

0.67103

15 / 38

GO:0030098

lymphocyte different...

0.37399

14 / 31

GO:0030154

cell differentiation

0.85487

26 / 69

GO:0030217

T cell differentiati...

0.22500

12 / 24

GO:0031099

regeneration

0.00867

12 / 17

GO:0032501

multicellular organi...

0.52997

39 / 94

GO:0032502

developmental proces...

0.75274

35 / 88

GO:0034109

homotypic cell−cell ...

0.15171

17 / 34

GO:0042110

T cell activation

0.15171

17 / 34

GO:0042221

response to chemical

0.10975

31 / 66

GO:0044699

single−organism proc...

0.81050

48 / 118

GO:0044707

single−multicellular...

0.55843

38 / 92

GO:0044763

single−organism cell...

0.81604

47 / 116

GO:0044767

single−organism deve...

0.63625

35 / 86

GO:0045058

T cell selection

0.00403

6 / 6

GO:0045321

leukocyte activation

0.27470

21 / 46

GO:0046649

lymphocyte activatio...

0.22451

21 / 45

GO:0048513

animal organ develop...

0.70495

27 / 68

GO:0048534

hematopoietic or lym...

0.49081

17 / 40

GO:0048731

system development

0.67066

31 / 77

GO:0048856

anatomical structure...

0.80484

32 / 82

GO:0048869

cellular development...

0.88702

26 / 70

GO:0050896

response to stimulus

0.19696

45 / 104

GO:0051716

cellular response to...

0.46061

39 / 93

GO:0070486

leukocyte aggregatio...

0.15171

17 / 34

GO:0070489

T cell aggregation

0.15171

17 / 34

GO:0070887

cellular response to...

0.43155

24 / 56

GO:0071593

lymphocyte aggregati...

0.15171

17 / 34

GO:0098602

single organism cell...

0.19639

17 / 35

GO:0098609

cell−cell adhesion

0.22895

18 / 38

GO:1901698

response to nitrogen...

0.05043

13 / 22

GO:1901699

cellular response to...

0.00791

11 / 15

GO BP DAG analysis



GO:0003674
molecular_function

1.0000
51 / 125

GO:0004857
enzyme inhibitor act...

0.1786
5 / 8

GO:0004866
endopeptidase inhibi...

0.0655
3 / 3

GO:0004869
cysteine−type endope...

0.0655
3 / 3

GO:0008047
enzyme activator act...

0.0409
5 / 6

GO:0019207
kinase regulator act...

0.0272
8 / 11

GO:0019209
kinase activator act...

0.0100
5 / 5

GO:0030234
enzyme regulator act...

0.1144
12 / 22

GO:0030414
peptidase inhibitor ...

0.0655
3 / 3

GO:0061134
peptidase regulator ...

0.0655
3 / 3

GO:0061135
endopeptidase regula...

0.0655
3 / 3

GO:0098772
molecular function r...

0.0725
13 / 23

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
51 / 127

GO:0005622
intracellular

0.8507
45 / 115

GO:0005623
cell

0.5410
49 / 121

GO:0005634
nucleus
0.1063
34 / 75

GO:0005635
nuclear envelope

0.0242
4 / 4

GO:0005730
nucleolus

0.0266
10 / 15

GO:0012505
endomembrane system

0.4908
15 / 36

GO:0016020
membrane

0.8376
30 / 80

GO:0031090
organelle membrane

0.7748
7 / 20

GO:0031965
nuclear membrane

0.0242
4 / 4

GO:0031967
organelle envelope

0.0839
4 / 5

GO:0031974
membrane−enclosed lu...

0.1470
23 / 49

GO:0031975
envelope
0.0839
4 / 5

GO:0031981
nuclear lumen

0.0472
23 / 45

GO:0032991
macromolecular compl...

0.0404
29 / 59

GO:0043226
organelle
0.8706
43 / 111

GO:0043227
membrane−bounded org...

0.8289
42 / 108

GO:0043228
non−membrane−bounded...

0.1789
21 / 45

GO:0043229
intracellular organe...

0.8981
40 / 105

GO:0043231
intracellular membra...

0.8519
37 / 97

GO:0043232
intracellular non−me...

0.1789
21 / 45

GO:0043233
organelle lumen

0.1470
23 / 49

GO:0043234
protein complex

0.0338
28 / 56

GO:0044422
organelle part

0.4737
30 / 73

GO:0044424
intracellular part

0.6974
45 / 113

GO:0044428
nuclear part

0.0417
24 / 47

GO:0044446
intracellular organe...

0.4158
30 / 72

GO:0044464
cell part
0.5410
49 / 121

GO:0070013
intracellular organe...

0.1470
23 / 49

GO CC DAG analysis


